FIGURE 1 



Database 1 



Search Term 



(Record) 2 

FIGURE 2 



250 < 



250 < 



250 < 



Ceil Communication 




Cell Adhesion 


Floccutation 




Cell Growth & Maintenance 




Cell Cycle 


Nuclear Migration 




Developmental Processes 




Gametogenists 


Oogenesis 



205 



-210 



-215 





Computer 



4000a 



FIGURE 4 




4005 



,4006 



GertomeAnalyzer ; 



4004 



3001 





4001 



I Show Genes |gj S»»ri Cm 

HUH genes organized by Biological Process: 

behavior (19) 

biological process unknown (41) 
ceil communication (499) 
celt growth and maintenance (3501)- 
developmenlat processes (238) 
physiological processes (31) 
sensory perception nop 
Unclassified Biological Process (7i 06) 

4000b 



502 





-4005 



f 4006 



GenomeAnaiyzer , 



4004 



3001 




505 ~~— - Biokxgcal Process 

ceH growth and maintenance 



4001 




504 



Show Genes ?l»rt Over 

genes organized by Biological Process: 



budding (98) 
cell cycle (271) 
cell death (451 
cell motility OCT 
cell prohferation (2) 
cell shape and cell size control re) 
cell-cell fusion (103) 
intracellular proletn traffic fUB) 
invasive growth (7) 
>on homeostasis (15) 
meiosis (28) 
membrane fusion (6) 
metabolism (1837) 
oncogenesis (105) 

organelle organization and biogenesis (418) 



4003 
4002 



503 



pseudohyohal growth (23) 
sporulalion fsensu Saccharomyces) (17) 
stress response (658) 
transpo rt 063) 

Unclassified Biological Process (4) 



FIGURE 5 



3002 




Biological Process 
cell growth end maintenance 



5002' 



Show Genes f|J Start Over 

[ genes organized by Biological Process: 



budding (98) — 

celt cycle (271) 

cell death (45) 

cell motility (36) 

ceil proliferation (2) 

cell shape and cell size control (9) 

cellcell fusion 003) 

intracellular protein traffic (118) 

invasrve growth (7) 

ton homeostasis (15) 

meiosts (28) 

membrane fusion (6) 

metabolism (1837) 

oncogenesis (105) 

organelle organization and biogenesis (418) 




5000 



505 



pseudohyphat growth (29) 
spoliation fsensu Saccharomvcesl (17) 
stress response (658) 
transport (169) 

Unclassified Biological Process (4) 



FIGURE 6 



GenomeAnalyzor 



lifirJISSSig^Sil^MS 




6000 




3002 



' Keyword acid 

Biological Process 
cell growth and maintenance 



5002 



5004 




Show Genes $W Over 

I genes organized by Molecular Function: 



actm binding (2) 
celt cycle regulator m 
chaperone (3) 
en2vme (298) 
enzyme inhibitor fn 
liaand binding or carrier C9) 
molecular function unknown (35) 
motor (1) 

nucleic acid binding (2301 
small nucleolar RNA (66) 
^ structural protein (12) 
transcription factor binding (9) 
transporter rm 

Unclassified Molecular Function (394) 



5003 



5001 



V- 506 



S2 

IX. 




FIGURE 8 



1. INPUT 

2. RESULT 

3. INPUT 

4. RESULT 

5. INPUT 

6. RESULT 

7. INPUT 

8. RESULT 

9. INPUT 

10. RESULT 

11. INPUT 

12. RESULT 




11 ,431 genes organized by Biological Process: 
cell communication (499) 
cell growth and maintenance (3,501} 
developmental processes (238) 




2,007 genes organized by Biological Process matching keyword(s) "acid" 
behavior (5) 
celt communication (35) 
cell growth and maintenance (1 ,030) 




1 ,030 genes organized by Biological Process matching keyword(s): "acid" 
budding (8) 
cell cycle (38) 

cell shape and cell size control (1) 




38 genes organized by Biological Process matching keyword(s): "acid" 
CDC14 Saccharomyces S0001924 SGD 
CDC5 Saccharomyces S0004603 SGD 

CST9 Saccharomyces L0002996 SGD 

r 



38 genes organized by Molecular Function matching keyword(s): "acid" 
enzyme (14) 
nucleic acid binding (18) 
transporter (1)... 




18 genes organized by Molecular Function matching keyword(s): "acid" 
DNA binding (17) 
RNA binding (1) 



13. INPUT 



14. RESULT 



1 gene organized by Molecular Function matching keyword(s): "acid' 
ssdl Saccharomyces S0002701 SGD 



FIGURE 9 



1. INPUT 

2. RESULT 

3. INPUT 

4. RESULT 

5- INPUT 
6. RESULT 




11 ,431 genes organized by Molecular Function 
nucleic acid binding (1,151) 
obsolete (91) 
protein tagging (2) 




2,007 genes organized by Molecular Function matching keyword(s)* "acid" 
motor (1) 

nucleic acid binding (1,151) 
small nucleolar RNA (66) 




1,151 genes organized by Molecular Function matching keyword(s)" "acid" 
DNA binding (833) 
poly-pynmidine tract binding (1) 
nbonucteoprotein (66) 
RNA binding (120) 



7. INPUT 

8. RESULT 

9. INPUT 

10. RESULT 




120 genes organized by Molecular Function matching keyword(s)- "acid" 
Sfrsl Mus MGI 98283 MGI 
Sfrs10 Mus MGI- 104846 MGI 
Sfrs2 Mus MGI* 98284 MGI - 



T 



120 genes organized by Biological Process matching keyword(s): "acid- 
behavior (1) 

cell growth and maintenance (35) 
developmental processes (2).„ 



11. INPUT 

12 RESULT 

13 INPUT 
14. RESULT 



T 



35 genes organized by Biotogical Process matching keyword(s): "acid" 
cell cycle (1 ) 
meiosis (1) 

metabolism (26)... 




1 gene organized by Molecular Function matching keyword(s): "acid'* 
ssdl Saccharomyces S0002701 SGD 



FIGURE 10 



2 RESULT 



1 1,431 genes organized by Biological Process 
cell communication {499) 
celt growth and maintenance (3,501) 
developmental processes (238). 



3 INPUT 

4 RESULT 



3,501 genes organized by Biological Process 
budding (98) 
cell cycle {271} 
cell death (45) 
cell motility (36) 



5. INPUT 

6. RESULT 



7 INPUT 
8. RESULT 



9. INPUT 

10. RESULT 



11JNPUT 
12. RESULT 



1,030 genes organized by Biological Process matching keyword(s) "acid" 
budding (8) 
cell cycle (38) 

cell shape and celt size control (1) . 




1,030 genes organized by Molecular Function matching keyword(s) "acid** 
hgand binding or carrier (9) 
motor (1) 

nuctetc acid binding (230) . 



J_ 



230 genes organized by Molecular Function matching keyword(s) "acid" 
DNA binding < 183) 
ribonucleoprotein (12) 
RNA binding (35) 




35 genes organized by Molecular Function matching keyword(s) "acid" 
RFA1 Saccharomyces S0000065 SGD 
RPS14A Saccharomyces S0000627 SGD 
RPS14B Saccharomyces S0003727 SGD 

RPL5 Saccharomyces S0Q06052 SGD ... 



13. INPUT 

14. RESULT 



llliiilllllMlII 



35 genes organized by Biologicai Process matching keyword(s) "acid* 
cell cycle (1) 
meiosis (1) 
metabolism (26). . 



15. INPUT 



16. RESULT 



1 gene organized by Biological Process matching keyword(s)- "acid" 
ssdl Saccharomyces S0002701 SGD 



FIGURE 11 



Query 



a 

«& 

m 
in 
m 
m 

IE 

Q 
M 

Q- 

a 



505d 



Spoke 
Computer 
#1 



Indices 



Portion 
of all 
Records 



Hub 

Computer 



510a 




510a1 



515a 



505 



Results 




Front End 



Microprocessor 



Portion 
of all 
Records 



Back End 




510b 



510b1 



515b 



505a 



505c 



505b 



51 On 




510n1 



51 5n 



Portion 
of all 
Records 



FIGURE 12 



B1205 



m 
m 

Q 

m 
m 
m 

in 

o 

H 
Q 



Receive Query 



Formulate Search 
(i.e., records driiled-down so far) 



Find Appropriate 
Sub-Categories 



B1210 



B1215 




B1220 



B1225 



B1230 



B1235 



B1240 



B1245 



User Satisfied 
With Results? 



B1250 



Done 



FIGURE 13 



1305 



1325 v 



1320 





Tool Bar New Category 


Associate 




Category Heading 


mi Record 






Molecular Function 

Nucleic Acid Binding 

DNA Binding 
Ribonucleoprotein 
RNA Binding 


« Detailed Gene Information: 

■ Symbol: CYR1 

3H Organism: Saccharomyces 

H Found in the following categories: 

H Biological Process > Cell Growth & 

H Maintencance > Meiosis... 

S Molecular Function > Enzyme > A... 

wk*3 ^— — 1 



1310- 



1315 



FIGURE 14 

CG 




1415 



S3 

m 
m 
o 
w 
m 
m 

Q 
si 
Q 

q 



DISTRIBUTION OF DATA 
IKFORMATION AND 

FORMATION Or 
SUB-COLLECTIONS 



I 



IOO 



INDEXING AHO 
FORMATION OF 
SUB-COLLECTION VIEW 

I 



GLOBAL VIEW 
CREATION PHASE 



I 



SEARCH PHASE 
t 



MERGING OF SEARCH 
RESULTS 



200 

•300 
•400 
•500 



FIGURE 15 



10 

s 



CEHTRAL COMPUTES 



COMPUTER 1 



COMPUTER 2 
130 



D8 



DB 



150 150 



COMPUTER n 
140 



FIGURE 16 



WORD, — DOCUMENT,, WEIGHT,; D0CUMEf*T 2 , WEIGHT 2 ;--; D0CUHE% WEKHTj 



210 

220 



WOR0 2 -^00CUWEKT t> WEIGHT3; D0CUMENT 2 . WEIGHT^- D0CUME% WElGBT k 



'230 



W0RD n -~ DOCUMENT,, WQ6HT5; D0CUMENT 2 , WOGHTg;-; D0CUM£NT x , WEK5KT L 



■240 



a FIGURE 17 

a 

CO 

m 
□ 
m 

m 
m 

« 
□ 



410 



TOTAL NUMBER OF DOCUMENTS IN SUB-COLLECTION 


WORDj 


NUMBER Of DOCUMENTS IN SUB-COLLECTION THAT CONTAIN WORDj 


WORD2 


NUMBER OF DOCUMENTS IN SUB-COLLECTION THAT CONTAIN WORD2 






WORD n 


NUMBER OF DOCUMENTS IN SUB-COLLECTION THAT CONTAIN WORD fi 



FIGURE 18 



20 




310 



i 



CENTRAL COMPUTER 


4.1— 




-4.2 4.1— 




-4.2 4.t— 




-4.2 


COMPUTER 1 




COMPUTER 2 


* * *. 


COMPUTER n 



320 330 340 



FIGURE 19 



510 

A. 



TOTAL NUMBER OF DOCUMENTS IN ALL OF THE SUB-COLLECTIONS 


WORD] 


TOTAL NUMBER OF DOCUMENTS THAT COHTAIN WORD] 


W0RD 2 


TOTAL NUMBER OF DOCUMENTS THAT CONTAIN WORD 2 






W0R0 n 


TOTAL NUMBER OF DOCUMENTS THAT CONTAIN WORD n 



FIGURE 20 



